In The Specification 

Amend the first paragraph at page 2, line 3, as follows: 

This application is a continuation of co-pending appl ication Serial No. 09/440,772, filed 
November 16. 1999. which claims priority to U.S. provisional patent application Serial Number 
60/108,563, filed on November 16, 1998, and U.S. provisional patent application Serial Number 
60/1 15,175, filed on January 8, 1999, both of which are herein incorporated by reference. 

Please substitute the paragraph extending from page 5 line 22 through page 6 line 3 for: 

In another embodiment, the method of the present invention provides a target cell that 
presents at least an HIV polypeptide, which includes the HIV envelope (env) polypeptide or the 
gag polypeptide, in addition to HIV polypeptide fragments thereof. In a preferred embodiment, 
the polypeptide is gpl60, or fragments thereof. In further embodiments, the invention predicts 
long-term non-progression of AIDS by using a target cell that presents a synthetic peptide whose 
amino acid sequence is derived from an HIV gene product such as a synthetic peptide, which can 
be from 11 to 25 residues in length. In additional embodiments, the peptide sequences include 

YL(R/K)DQQLLGIWGC (SRO ID NO:33 or SEQ ID N034), 

FLGFLGAAGSTMGAASLTLTVQARQ TSEO ID NO:20) , or VYYGVPVWKEA (SEQ ID 
NO:R 

Please substitute the paragraph extending from page 6 line 10 through page 7 line 6 for: 

The present invention next provides a method of preventing an HIV-infected subject from 
developing AIDS by determining whether the patient expresses HLA-Cw7 and demonstrates an 
HLA-Cw7-restricted, HIV-specific CTL response; if such a response is exhibited, the patient is 
administered a composition that contains an HIV polypeptide that is also an HIV CTL epitope. 
Alternatively, the methods of the invention can be practiced by determining whether the HIV- 
infected subject has an HLA-Cw7 haplotype. The method is understood to encompass patients 
who are infected with HIV-1. A composition of the claimed invention includes HIV 
polypeptides such as the env polypeptide, the gag polypeptide, and fragments of either. 
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Furthermore, the HIV polypeptide of the claimed invention further is understood to include a 
synthetic peptide whose sequence is derived from HIV gene products. Such a synthetic peptide 
can be from 11 to 25 residues in length and could include sequences such as 

YL(R/K)DQQLLGIWGC (SEP ID NO:33 or SEQ ID NG34), 

FLGFLGAAGSTMGAASLTLTVQAR Q TSEO ID NO:20) , or VYYGVPVWKEAJSEO_TO 
NO:!) . The method also could include administering a plurality of HIV polypeptides. This 
plurality of HIV peptides could include 2 or more different peptides containing the sequences 

VT(P/y)r>r>nTT.r T TWr T r [SEQ ID NO:33 or SEQ TO N034}, 

FLGFLGAAGSTMGAASLTLTVQARQJSEO_TO_NQi20), or VYYGVPVWKEA (SEQ ID 
NOil)- Alternatively, the method could include administering one or more synthetic peptides 
from 1 1 to 25 residues in length that include sequences such as YL(R/K)DQQLLGIWGC_(SEQ 
ID NO:33 or SEP ID NG:341 FLGFLGAAGSTMGAASLTLTVQARQ (SEQ ID NO:20), 
VYYGVPVWKEAiSEQ_TONQil}, I WDQST KPCVKLT (SEP ID NP:4) , SVITQACSKVSFE 
(SEP ID NO:8) , or GTGPCTNVSTVQC TSEP ID NP:16) . A plurality of peptides that 
comprises, two, three, four, five or all six of these sequences is included within the methods of 
the present invention. It is further contemplated that the sequences may also be included in 
peptides that have additional residues flanking one or more ends of the sequences. For example, 
the peptide FLGFLGAAGSTMGAASLTLTVQARCJ^EP_JDNPj35} falls within the scope of 
the present invention. 

Please substitute the paragraph extending from page 7 line 26 through page 8 line 17 for: 

The present invention also includes a method of preventing HIV infections in an 
uninfected subject by first determining whether the subject has or expresses an HLA-Cw7- 
haplotype and, if the subject does, then administering to the subject a composition containing an 
HIV polypeptide that also is a CTL epitope, optionally also providing a T helper epitope. This 
preventative method contemplates prevention of infection by HIV-1. If the subject who is 
uninfected can express an HLA-Cw7 haplotype, the invention is understood to include 
compositions of an HIV polypeptide encompassing HIV envelope polypeptide or gag 
polypeptide, or fragments thereof. A synthetic peptide whose sequence is derived from an HIV 
polypeptide also can be used. This HIV-derived synthetic peptide can be from 11 to 25 residues 
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in length and include the sequence YL(R/K)DQQLLGIWGC (SEQ ID NO:33 or SEQ ID 
NO:34) . FLGFLGAAGSTMGAASLTLTVQARQ (SEP ID NO:20) . or VYYGVPVWKEA 
(SEP ID NQ:1) . As previously mentioned, the methods of the present invention also include 
peptides comprising one or more of the following sequences: LWDQSLKPCVKLT (SEQ ID 
NO:4) , SVITQACSKVSFE (SEP ID N08) , or GTGPCTNVSTVQC (SEQ ID NO: 16). Any 
combination of one, two, three, four, five, or six of these peptide sequences may be used with the 
methods of the present invention. Furthermore, the HIV polypeptide can be coupled to a carrier 
such as KLH or BSA; and, it could also be administered with an adjuvant, where the adjuvant is 
a lipid, a toxin, cytokine synthetic [oliogonucleotide] oligonucleotide or bacterial DNA. In 
addition to administering to the uninfected subject an HIV polypeptide, the subject also can be 
treated with AZT or HAART. 

Please substitute the paragraph extending from page 8 line 18 through line 27 for: 

As previously mentioned, the HIV peptides used in the methods of the present invention 
may be provided to a cell as an expression construct that comprises a polynucleotide encoding 
one or more HIV peptides. In some aspects of the present invention, different mini-gene 
constructs may be administered such that more than one type of peptide sequence is provided to 
a cell. In other aspects of the present invention, an expression construct may contain sequences 
that enable it to express more than one peptide sequence; for example, the expression construct 
may contain sequences that allow it to express both FLGFLGAAGSTMGAASLTLTVQARQ 
rSEO ID NP:20) and VYYGVPVWKEA (SEP ID NO:l) . The expression construct may thus be 
able to express one, two, three, four, five, six or more peptide sequences. 
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Please replace the table on pages 44 and 45 with the following table: 



TABLE 2 
Peptide Sequences 



PptyHHp 1 04 


V Y YGVP VWKEA 


SEO IDNO:l 




V Y YG VP VWKD A 


SEO ID NO:2 




V Y YGVP VWKEA 


SEO ID NO:l 




VY YGVP VWKEA 


SEO ID NO: 1 


\_/OIla C llo US ~xJ 


VY YGVP VWKEA 


SEO ID NO: 1 1 


f^rvn c f»n ci 1 Q 


V Y YG VP V WRD A 


SEO ID NO:2 




VYYGYP VWKEA 


SEO ID NO: 1 




V Y YG YP V WED A 


SEO ID NO:2 




VYSG VP VWED A 


SEO ID NO:3 


f nnc^ticiiC-T I 
vUlloCllo Ua U 


VY YGVP VWKD A 


SEO ID NO:2 






Peptide 111 


LWDQSLKPC VKLT 


SEO ID NO:4 


Consensus-A 


LWDQSLKPC VKLT 


SEO ID NO:4 


Consensus-B 


LWDQSLKPCVKLT 


SEO ID NO:4 


Consensus-C 


LWDQSLKPC VKLT 


SEO ID NO:4 


Consensus-D 


LWDQSLKPCVKLT 


SEO ID NO:4 


Consensus-E 


LWDOSLKPC VKLT 


SEO ID NO:4 


Consensus-F 


LWDQSLKPCVKLT 


SEO ID NO:4 


Consensus-G 


LWDESLKPC VKLT 


SEO ID NO:5 


Consensus-0 


L W D Q S L K P C V Q M T 


SEO ID NO:6 


Consensus-U 


LWD7SLKPCVKLT 


SEO ID NO:7 




Peptide 113 


S VITQ ACSKVSFE 


SEO ID NO:8 


Consensus-A 


SAITQACSKVSFE 


SEO ID NO:9 


Consensus-B 


S VITQ ACSKVSFE 


SEO ID NO:8 


Consensus-C 


SAITQACSKVSFD 


SEO ID NO: 10 


Consensus-D 


S AITQACSKVTFE 


SEO ID NO:38 


Consensus-E 


S VIKQACSKISFD 


SEO ID NO: 11 


Consensus-F 


STITQACSKVS WD 


SEO ID NO: 12 


Consensus-G 


STIKQACSKVNFD 


SEO ID NO: 13 


Consensus-0 


TTI7QACSKVSFE 


SEO ID NO: 14 


Consensus-U 


S7IKOACSKVSFE 


SEO ID NO: 15 




Peptide 116 


GTGPCTNVST VQC 


SEO ID NO: 16 


Consensus-A 


GTGPCKNVSTVQC 


SEO ID NO: 17 


Consensus-B 


GTGPCTNVST VQC 


SEO ID NO: 16 


Consensus-C 


GTGPCHN VSTVQC 


SEO ID NO: 18 


Consensus-D 


GTGPCKNVSTVQC 


SEO ID NO: 17 


Consensus-E 


GTGPCKNVSS VQC 


SEO ID NO:39 


Consensus-F 


GTGPCKNVSTVQC 


SEO ID NO: 17 


Consensus-G 


GTGPCKNVSTVQC 


SEO ID NO:17 


Consensus-0 


GTGLC7NIT V VTC 


SEO ID NO: 19 


Consensus-U 


GTGPCKNVSTVQC 


SEO ID NO:17 




Peptide 63 


FLGFLGAAGSTMGAASLTLTVQARQ 


SEO ID NO:20 


Consensus-A 


FLGFLGAAGSTMGAASITLTVQARQ 


SEO ID NO:21 


Consensus-B 


FLGFLGAAGSTMGAAS7TLTVQARQ 


SEO ID NO:22 


Consensus-C 


FLGFLGAAGSTMGAASLTLTVQARQ 


SEO ID NO:20 
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Consensus-D 


T7 t p r t A a p C T AA CI A AQ9TT T V O A T2 O 


SEO ID NO-22 


Consensus-E 


IFGFLGAAGSTMGAASLTLTVQARQ 


SEO ID NO:23 


Consensus-F 


FLGFLGAAGSTMGAASLTLTVOARQ 


SEO ID NO:20 


Consensus-G 


FLGFLGAAGSTMGAAATALTVQARQ 


SEO ID NO:24 


Consensus-0 


FLGVLSAAGSTMGAASLTLTVQARQ 


SEO ID NO:40 


Consensus-U 


FLGFLGAAGSTMGAAS??LTVQARQ 


SEO ID NO:25 




Peptide 61 


YLRDQQLLGI WG 


SEO ID NO:26 


Consensus-A 


YLRDQQLLGI WG 


SEO ID NO:26 


Consensus-B 


YLKDQQLLGIWG 


SEO ID NO:27 


Consensus-C 


YLKDQQLLGIWG 


SEO ID NO:27 


Consensus-D 


YLKDQQLLGIWG 


SEO ID NO:27 


Consensus-E 


YLKDQKFLGLWG 


SEO ID NO:28 


Consensus-F 


YL7DQQLLGLWG 


SEO ID NO:29 


Consensus-G 


YL7DQQLLGIWG 


SEO ID NO:30 


Consensus-0 


YLRDQQLLGLWG 


SEO ID NO:31 


Consensus-U 


YLESQQLLGLWG 


SEO ID NO:32 



Please substitute Table 4 on page 85 for: 
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Please substitute Table 5 on page 87 for: 



TABLE 5 

Amino acid sequence of synthetic peptides from conserved regions 
in the HIV-1 envelope protein 



Peptide Amino acid Amino acid 

no. residues sequence* 



104 


45- 


55 


vwr T VPVWKEA CSEO ID NO:l) 


113 


204- 


216 


svrrOArSKVSFR CSEO ID NO:8) 


120 


586 - 


598 


VT RDOOT T GTWG fSEO ID NO:33) 


121 


519- 


543 


FLGFLGAAGSTMGAASLTLTVQARQiSEO_TO NO:20) 


122 


417- 


435 


/-pTKHTTM^/lwnnvGK AMY A (SEO ID NO:36) 



* The amino acid sequence of peptides was according to Modrow et al. 



Please substitute the paragraph extending from page 87 line 22 through page 89 line 7 for: 

These peptides corresponding to conserved regions in the envelope protein of HIV-1 
were identified as T-cell epitopes in mice and rhesus monkeys in our previous studies (Nehete, 
1993; Sastry, 1991). Peptides were synthesized as described before (Sastry, 1991) using the 
Merrifield solid-phase method (Merrifield, 1963) either on a modified Vega 250 automatic 
peptide synthesizer (Vega Biochemical, Tucson, AZ) or by the "bag" method as described by 
Houghten (Houghten, 1985). In most of the experiments, the purity of the peptides used was 
approximately 70-80%, and in limited experiments, peptides exhibiting >95% purity were used 
with identical results. In addition to the conserved envelope peptides, a peptide from the c-mos 
proto-oncogene (aa 158-170, STRTPEDSNSLGT (SEP ID NO:37) ) was used as a control in all 
the experiments. Additional control peptides used in majority of the experiments included: a 
peptide from the c-abl protooncogene, peptides from E6 and E7 oncoproteins of HPV-16, a 
peptide corresponding to the V3-loop region in gpl20 but with a scrambled amino acid 
sequence, and peptides from the pol and gag regions of HIV-1. In all these cases, the amount of 
proliferative responses to the controls was consistently and significantly less than the amount of 
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response the test peptides from the HIV envelope protein. In all these cases, the level of 
proliferative responses [tot he] to the control peptide was consistently and significantly less than 
the level of response [tothe] to the HIV envelope protein. The c-mos peptide was consistently 
used in all the experiments as a control. Stock solutions of peptides were prepared in phosphate 
buffered saline (PBS) (pH 7.0) and filter sterilized. 

Please substitute Table 8 on page 96 for: 



TABLE 8 



Conserved HIV envelope peptides used in the vaccine study 



Peptide 
no. 



Amino acid Amino acid 
residues sequence 



61 

63 

104 

111 

113 

116 



586 - 597 

519-543 

45-55 

118-130 

204-216 

540 - 552 



VT KDOOT J ,GIWG rSEO ID NO:33) 
FLGFLGAAGSTMGAASLTLTVQARQiSEOTO NO:20) 



VYYGVPVWKEA (SEP ID NO: 1) 
T wnnST KPr.VKTT (SEP ID NO: 4) 
SVTTOArSKVSFE fSEO ID NO:8) 



GTGPCTNVSTVQCiSEQ_TONai6) 
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